Schilling, auf dem Keller, and Overall (2011):

Subsite Mapping of Factor Xa Using Proteome-Derived Peptide Libraries.

Short instructions for WebPICS

WebPICS is hosted at http://clipserve.clip.ubc.ca/pics/

Web-based PICS analysis

RIES:)

&

+ ‘8 http://clipserve.clip.ubc.ca/pics/cgi/PICS.cgi

¢ | (Qr Google

CLIP-PICS

ABOUT

Paste your list of peptides here:
Download Factor Xa test data (see manual

MANUAL

TPEAVQKLLEQGL
TPKGKAQPLEDLAGLKELF
TTGIVMDSGDGVTH
VETGILKPGMVVTF
VETGVLKPGMWV
VETGVLKPGMVVTF
VSAKNALESYAF
YGVIIQVPVGYF
YYPTEDVPRKLL
YYPTEDVPRKLL

NI &)

Name of test protease :  Factor_Xa
blank space NOT allowed; use_underscore_instead

Enzyme used to generate peptide library ("digestion protease”)

O Trypsin

O GluC

(® Chymotrypsin

O None, e.g. TAILS data

Organism used to generate peptide library
(® Human cell culture

O Mouse

O E.coli

Subsite cooperativity analysis
(longer processing - please be patient)

O Yes
® No

Minimum difference in percentage points (default = 10)

to start the automated PICS analysis

PROCESSING WILL TAKE SEVERAL MINUTES.
PLEASE SUBMIT ONLY ONCE!

There Is no progress bar - the result page will load as soon as results are available

(1. Paste prime-side sequences

PN
THE OVERALL LAB

ANALYSIS

RESULTS

(2. Name test protease

3. Select digestion protease

5. Start data analysis

)
)
C )
( )
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http://clipserve.clip.ubc.ca/pics/
http://clipserve.clip.ubc.ca/pics/

OO0 Step 2 of PICS analysis

<[> | |@] 1] | + @ hup://clipserve.clip.ubc.ca/pics/cgi/PICS2.cgi ¢ | (@ Google
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ABOUT MANUAL ANALYSIS RESULTS

Your file interact.pep.xis was uploaded. Thank you!
Test protease: Factor_Xa
Digestion protease: C

Origin of proteome: Human
Directory for analysis: 2523520

sowlenties, s unicue entied 6. VWit for this website and

1

Click here for your PICS results f0"0W |ink for reSUItS'

Results (including html files) in one compressed file for local use.
(tar file can be opened with most de-compressing applications. Renaming of folder is possible and does not interfere with html files.)

The links do not work? The result file is missing?
Please check the following:

« Did you upload a properly formatted list of peptides?
« Did you selectan enzyme and a proteome source?
« Name of test protease without blank spaces?
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PICS results

4‘ 0 m + | http://clipserve.clip.ubc.ca/pics/Documents/2523520611132001/PICS_results.html ¢ Qr Google
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CLIP-PICS B

Further options:
dependency analysis
sequence logos
redraw heatmaps

ABOUT MANUAL ;

dependency | cleavage sites redraw

analysis for logos heatmaps

PICS analysis of protease: Factor_Xa
87 cleavage sites analyzed (total was 90)
PICS library made with (T)rypsin, (G)luC or (C)hymotrypsin: C

Positional occurences Occurences relative to natural abundance
Values > 10 % are shown Values > 2 fold natural abundance are shown
(table for total and relative (in %) values) (table)
Factor_Xa Factor_Xa
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Heatmap relative occurences

Heatmap normalized occurences
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P6 P5 P4 P3 P2 P1 P1” P2” P3” P4’ P5’ P6” P6 P5 P4 P3 P2 P1 P1” P2” P3” P4’ P5’ P6’

Results (including this html file) in one compressed file for local use.

Total occurences (open csv)
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Tables displaying total, relative, and normalized occurences
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